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Human
Hybridoma Line Type Antigen ATCC sepharose
W6/32 lgGa HLA class | ABCDE ATCC® H#b AIG
L243 l9Ga HLA DR (la) ATCC® HEb AIG
IVD12 19G HLA DQw3 ATCC®O HBI4 G
B7/21 [sfe} HLA DP na G
IVA12 IgG HLA DR, DQ, DP ATCC® HBIS G
MA2.1 I9G HLAA2, B17 ATCC® H® G
ME1 19G HLA B7, Bw22, B27 ATCC® HBL9 G
DT9 IgGops HLA C (HLAE) na AIG
Mouse
Hybridoma Line Type Antigen ATCC protein
HB51 lgGa H-2 Kb, Db ATCC® HRlL G

M5/114.15.2 (rat)lgGp FADb,tAd,tAQ,tEdI-Ek ATCC® MHBH n: G

1-5 mg antibody required per experiment!

Sofron et al. 2016. Eur . J. Immunol. 46 : 319 7 328 DOI :10.1002/eji.201545930
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Discovery Experiments (DDA)

Table: Peptide yield from various starting material

5-106 1x1x5mm (5 mmsd) 1 mg <100
5-107 5x5x 1 mm (25 mm?3) 5 mg >1,500
5.108 5x 5 x 10 mm (250 mm3) 50 mg ~10,000
2-10° 10 x 10 x 10 mm (1000 mm?) 200 mg 15,000

Estimated amount of MHC molecules per
cell: 100,000

5.108 peptide molecules equivalent to 1
femtomol of peptide

www.wikipedia.com



ACCINES

@E'SET#EI% o HLAassociated peptide profiling byUPLIMS?




